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AT S TRFE TEDML, FCharacterization, quantification and minimization of protein aggregates in solution for
improvement of protein pharmaceuticals| L L. 5 BENORR ST D,
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% 2 & [Conformational stability, reverS|b|I|ty and heat-induced aggregation of o-1-acid glycoprotein] TiX, o-1-acid
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FHIE Hntermolecular interactions and conformation of antibody dimers present in lgG1 biopharmaceuticals] Ti., $tT
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% 4 75 [Effect of conditions for the measurement on precision of quantlflcatlon of protein aggregates by analytical
ultracentrifugation-sedimentation velocity] Tl HEHEEEHMICOT NG ENLIEGERLEET L 5EE LTHE
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