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In-cell protein crystal engineering for nanocrystal

structure determination
(MARRAS2 VNNV BREI VO T UTIZK BT/ ERIEBERTE)
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Chapter 2 “Engineering of an in-cell protein crystal for fastening a metastable conformation of a target
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Chapter 3 “Screening system for structure determination of intrinsically disordered protein using cell-
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Chapter 4 “Cell-free protein crystallization for rapid structure determination of multiple substrates”C
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